Genostack

Free Academic Cloud Ressource for Bioinformatics

Why use Genostack?

* Free access to a private doud instance for research experiments (NOT production systems)
* Access toan easy-to-use web interface for simplicity
» Root access to your instances using SSH authentification

Genostack's features

« HTTP & HTTPS access to your instance

* (One private project for each user

s (CentOsS, Debian, Ubuntu and Fedora images ready for use
* Volume storage avallable

+ Complete freedom to modify, save and share your own images

http://www.genouest.org/outils/genostack/getting-started.html
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GO Account Mana ger

GenDuest

GenQuest

Create an account

& Pzrsonatinformations

Firstname Last name

Professionad email

# Loborotery informations

Lahneatnry Manager

Adoress

W Other informations

Wy do you meed an account

# Terms of use

I:‘ agreewith the teeme of wsn of the GenDueer platform

Register

-

3 ISR

- Sujet: GenOuest account registration
De: suppert@genouest.org
Date: 06/08/2018 13:534
Pour : danieljaccb@inra.fr

https://my.genouest.org/manager/#/login

Welcome on the GenOuest core lacility

You have created an account on GenQOuest platform, please confirm your subscription at the following link:

https://mv.genouest.org/user/djacob/confirm regkev=zlatog06bt9

You will recetve an email when your account has been validated.

GenQuest Biolnformatics Platform - support at support@genouest.org
Campus de Beaulieu

Avenue du General Leclere

35000 RENNES

GO

GenOuest



Genostack

Free Academic Cloud Ressource for Bioinformatics

m Account Manager all Usage ~ B TP reservations A My profile = |1y projects O Logout
GenOuest

https://my.genouest.org/manager/#/login https://my.genouest.org/manager/#/user/

GO

GenOuest
Sign in to access your account
djacob B - Expires:

Support available at support@genouest.org

Userid

SSH keys

Update password

Add public SSH key

Lost your password? RESET

Databases

IMPORTANT: if you don’t add your public key in the OpenStack interface, you won't be able to access to
your instance with the SSH protocol.

To access your instance, you first need to connect to the Genouest frontend at openstack.genouest.org.
From there, you can access your instance.

http://www.genouest.org/outils/genostack/ssh-config.html
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Genostack

Free Academic Cloud Ressource for Bioinformatics

Account Manager all Usage ~ B TP reservations 2wy profile a1y projects O Logout
24 g ) 3 d &
GenOusst =

https://my.genouest.org/manager/#/user/

(Cygwin / xterm or PuTTY): Add public SSH key

Your Public SSL Key

S5H key added x

.ssh/id_rsa.pub ssh-rsa AAAAB3NzaClyc2 || Add

.

GO
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Genostack

Free Academic Cloud Ressource for Bioinformatics

GO Account Manager

all Usage ~ B TP reservations L Myprofile 58 My projects O Logout

https://my.genouest.org/manager/#/user/

Update password

MNew passweord

Change password

Password updated

Canfirm password

GO
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Genostack

Free Academic Cloud Ressource for Bioinformatics

Genostack web interface  https://genostack.genouest.org/dashboard/auth/login/?next=/dashboard/

GenQuest

Log in
Domain

Users

User Name

djacob

Password

CONNECT

GenOuest



E OpenstaCk = Users = djacob - GenostaCk

Free Academic Cloud Ressource for Bioinformatics

Key Pairs

Project

Filte + CREATE KEY PAIR * IMPORT KEY PAIR # DELETE KEY PAIRS
API Access

Displaying 1 item

Computs [J Key Pair Name Fingerprint Actions

[0 npflow 6c:bf:89:56:fd:25:40:05:4:7b:ha:af:9c:a6:f6:b9

Overview

Instances

Key Pair Details

Images

Name npflow
KE!’ Pairs Fingerprint  6c:bf:89:56:fd:25:40:05:f4:7bcba:af:9c:a6:f6:bo
Created Aug. 7,2018 9:31am
UserID dcBeB32181f47fb1208871074b20d25c2d1fa327400d93dc57287a90860df6a7
Public Key  ssh-rsa
AAAAB3INZAC1vCZEAAAABIWAAAOEANTSOIPKGdcDO2a0RYVIZDEXCHWixGEPIYNBSe86ziXctBzUl/idavSus+RIPzaeCoOmGEnhavrXin1 POa5/nkiMedGCCNDUYVeaE7Oc7a47SIhYiT+

nridvu mws/1+T9
hxAb2 VENKkyKE
Vanst ZeglydBY

.SS h/|d rsa. pu b K5XICoRMAAUUKACHY ZUUUADHUAMATYFLUSUE | LXSEUL | LOSHEHETLY I0RH/ KUBMIRUUJWXIMSDUSUKGUIUPSWEUGARIGHZU/ ODZ/TIN |USG | P3K | WCXWOWMYS/CErUea 1TUz5FwrjYm
EOs=
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& openstack

= Users = djacob -

Project

APl Access

Compute

Volumes

MNetwork

Network Topology

MNetwaorks

Security Groups

Security Groups

[0 Name Security Group ID

O default dya0e014-2663-4c5b-887c-bb06d6bedfed

[ Direction Ether Type IP Protocol
O Ingress 1Pva Any
[0 Egress IPva Any
[0 Egress IPvE Any
[0 Ingress IPV6 Any
O Ingress IPv4 TCP
O Ingress IPv4 TCP
O Ingress IPv4 TCP

Port Range

Any

Any

Any

Any

22 (SSH)

80 (HTTP)

443 (HTTPS)

Description

Default security group

Remote IP Prefix

0.0.0.0/0

0

0.0.0.0/0

0.0.0.0/0

0.0.0.0/0

Genostack

Free Academic Cloud Ressource for Bioinformatics

Actions

MANAGE RULES

\ 4

Remote Security Group

default

default

GO
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E OpenstaCk = Users m djacob - GenostaCk

Free Academic Cloud Ressource for Bioinformatics
Project
APl Access
Compute : :
Creating an instance

Qverview

Instances

o Method 1 :

from a NMRProcFlow image
in VDI format



g OpenstaCk = Users = djacob - LaUﬂCh |I"IStElI"|CE GenOStaCk

Free Academic Cloud Ressource for Bioinformatics

Project

Instances

Compute

Qverview
INSTANCEID = - FILTER O L AUNCH INSTANCE

Instances
[ Instance Name  Image Name IP Address Flavor Key Pair  Status Availability Zone Task  Power State  Time since created Actions

Images

Key Pairs

GO
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g OpenstaCk = Users = djacob - LaUﬂCh |I"IStElI"|CE GEHOStaCk

Free Academic Cloud Ressource for Bioinformatics
Project

Instance Name Total Instances

hflow? (10 Max)
APl Access

Availability Zone

20%
Compute

nova v

Owverview Count

B 1 Current Usage
1 B 1 Added

Instances o
8 Remaining

Images
Select Boot Source Create New Volume
Source
. - YES NO
Key Pairs Image
Allocated
Name Updated Size Type Visibility
» NMRProcFlow 8/7/18 6:24 PM 3.50 GB vdi Public e
w Available €2 v Available (0 + Available Select one
Q |[click here for filters. Q | Q | & Type: VDI % x
Na MName Name AKI Name Updated Size Type Visibility
Updated I AMI |
> BK s : > NMRProcFlow 87115 6:24 PM 3.50 GB vdi Public
ize > Biosphen  ARI
3
yes Docker
> Ub  yisibility

> Ubuntul 50

OVA

0 > NMRProg Qcow?2
> darwin ¢ ypy
VHD

> Virtwoso | ok

GenOuest



g OpenstaCk = Users = djacob - LaUﬂCh |I"IStElI"|CE GEHOStaCk

Free Academic Cloud Ressource for Bioinformatics

Project
Allocated
APl Access Flavor
Name VCPUS RAM Total Disk Root Disk Ephemeral Disk Public
Compute > millarge 4 8GE  20GB 20GB 0GB Yes ¥
Overview
) v Allocated @
Instances Security Groups
Name Description
Images > default Default security group +
Key Pairs
Key Pair Allocated
Displaying 1 item
Name Fingerprint
> npflow 6c:bf:89:56:fd:25:40:05:f4:7b:ba:af 9c:ab:f6:ba +

& BACK MNEXT =2 O | AUNCH INSTANCE

GenOuest



E OpenstaCk = Users = djacob - GenostaCk

Free Academic Cloud Ressource for Bioinformatics

Project I -t
APl Access
Compute
INSTANCEID = - FILTER & | AUNCH INSTAMCE 1 DELETE INSTANCES MORE ACTIONS -

Overview Displaying 1 item

[0 |Instance Name Image Name IP Address Flavor Key Pair  Status Availability Zone  Task Power State  Time since created Actions
Instances

[0 noflow2 NMRProcFlow 192.168.100.107  m1.large npflow Build nova No State D minutes EDIT INSTANCE -
Images Spawning
Key Pairs

[0 npflow2 NMRProcFlow 192.168.100.101 m1.large npflow Active rova Mone  Running 3 minutes CREATE SMAPSHOT -

GO
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& openstack

Project

AP| Access

Compute

Qverview

Instances

Images

Key Pairs

= Users = djacob

npflow?2
Overview Log
Name
D
Status
Locked
Availability Zone
Created

Time Since Created

Specs

Flavor Name
Flavor 1D

-

Console Action Log

npflow2
a0256804-Tth3-47T73-a3ch-2d2934124b63
Active

False

nowva

Aug. T, 2018, 4:38 p.m.

1 month, 3 waeks

m1.large
bde28a3d-68f9-44c8-a768-990e7372f6e1

IP Addresses

192.165.100.101

Genostack

Free Academic Cloud Ressource for Bioinformatics

Security Groups

default ALLOW IPv4 443/tcp from 0.0.0.070

ALLOW IPv4 from default

ALLOW IPv4 0/

ALLOW IPvd 22ftep from 0.0.0.0/0
LLOW IPv4 80ftcp from 0.0.0

ALLOW IPvE to /0

ALLOW IPvE from default

Metadata

Key Mame
Image Name
Image ID

npflow
NMRProcFlow
26¢cf29c8-caaf-dbb7-ard8-6c2e5512516¢c

GO

GenOuest



Genostack

Free Academic Cloud Ressource for Bioinformatics

i~ & | @ openstack-192-168-100-101.genouest.org/npflow/?_e74896976c23e2cc9dd84cb052e5f8

B NVRProcFiow: Spectral processing for 1D NMR - ver. 1.2.24

Processing

An easy graphical tool dedicated to 10 NMMR spectra processing for metabolomics

Instrument/Vendor/Format:

— Select the input format — - M NMRProcFlow

,&G&r more information on input dats format
FID/ 1r spectra
Supported farmats;
Brukesfleal Varian
mmrL |

== ppm
ini | fon
[ l::l\:n-l;:i[ * calibratio

Input / Output Supplementary Importing files Module
—) p p pp ry imp! B [ —]

information type (optional) processing

NMRProcFiow -(C) INRA UMR 1332 BFF Metabolomics Facility - 2016-2018

GO
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E OpenstaCk = Users m djacob - GenostaCk

Free Academic Cloud Ressource for Biocinformatics
Project
APl Access
Compute

Creating an instance

Qverview

Instances

Method 2 :
from an image
within the catalogue



g OpenstaCk = Users = djacob - LaUﬂCh |I"IStElI"|CE GenOStaCk

Free Academic Cloud Ressource for Bioinformatics

Project

Instances

Compute

Qverview
INSTANCEID = - FILTER O L AUNCH INSTANCE

Instances
[ Instance Name  Image Name IP Address Flavor Key Pair  Status Availability Zone Task  Power State  Time since created Actions

Images

Key Pairs

GO

GenOuest



g OpenstaCk = Users = djacob - LaUﬂCh |I"IStElI"|CE GEHOStaCk

Free Academic Cloud Ressource for Bioinformatics

Project
Instance Name *
Details

AP| Access npflow

Availability Zone

Compute nova v

Count *
Overview ;
Instances

Select Boot Source Create New Volume
|mages Sﬂur{:e

Image v Yes | No ‘

Key Pairs

Allocated

Name Updated Size Type Visibili . .
g P v Debian 8.6 with:
% Debiang 6+Docker 2126/18 3:27 PM 276 GB e I * Docker CE 17.05
* Docker-compose 1.19
Name VCPUS & RAM Total Disk Root Disk Ephemeral Disk Public
> mixlarge 8 16 GB 20 GB 20 GB 0GB Yes

GO

GenOuest



g OpenstaCk = Users = djacob - LaUﬂCh |I"IStElI"|CE GEHOStaCk

Free Academic Cloud Ressource for Bioinformatics

Project
w Allocated Select networks from those listed below.
Networks
AFI Access Network Subnets Associated Shared Admin State Status
Compute +1 > provider provider Yes Up Active L2
Overview + Allocated Select ports from those listed below.
Network Ports
Name IP Admin State Status
Instances
Select an item from Available items below
Images
Key Pairs w Allocated
Security Groups Name Description
> default Default security group +
Allocated
Name Fingerprint
> npflow 6c:bf:89:56:1d:25:40:05:f4:7h:ba:af: 9c:a6:f6:b9 +

x Cancel < Back MNext » &3 | aunch Instance @

GenOuest



E OpenstaCk = Users = djacob - GenostaCk

Free Academic Cloud Ressource for Bioinformatics

Project

API Access I nStanceS

Compute . .
P Instance ID =+ Filter & Launch Instance 1@ Delete Instances More Actions =
Overview Affichage de 1 élément
Instance Availabili Power Time since .
Image Name P Address Flavor }' Status & Task Actions

Instances Name Pair Zone State created

[0 npflow Debiang.6+Docker 192.168.100.57 ml.xlarge npflaw Construction nova Pas détat 0 minute EDITER LINSTANCE -
Images Génération —
Key Pairs

O npflow Debian8.6+Docker | 192.168.100.57 1xlarge  npflow Active O nova Auc 0 minute CREER LINSTANTANE

GO
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g OpenstaCk = Users = djacob GenostaCk
Free Academic Cloud Ressource for Biocinformatics

Project ﬂ
APl Access p
Security Groups
Compute Owverview Log Console Action Log

Overi default ALLOW IPvd 443/tcp from 0.0.0.0/0

verview Name npflow ALLOW IPv4 from default

ID 25d2c543-53af-4928-9fc3-3c5774996de6 ALLOW IPvd to 0.0.0.0/0
Instances Status  Active ALLOW IPv4 EEFt;:F:; fﬁ:nm 0.0
o _LGCked False ALLOW IPv4 80/tcp from 0.0.0.
Images Availability fone nova ALLOW IPvE to =0
Created 7 aout 2018 13:50 ALLOW IPvB frn:n;n default

Key Pairs Time Since Created 4 minutes

Specs Metadata

Key Name npflow
Image Name  popiang sepocker
Image 1D 05000¢3 340b-4272-862f 746d8bdda24a

Flavor Name m1.xlarge
Flavor ID c781b97e-f891-4ddf-9a6b-0e5aedefiebl

Volumes Attached

|P Addresses
Volume  No volumes attached.

@ 192.168.100.57 @
GenOuest




Install NMRProcFlow on the Virtual Machine
Within the shell terminal (Cygwin/xterm, PuTTY, ... ):

# Login to the VM via openstack.genouest.org
$ ssh djacob@openstack.genouest.org
-bash-4.2$
~bash-4.2% @192.168.@
root@npflow: ~#
root@npflow:~# docker -v

Docker version 17.05.0-ce, build 89658be

# Get the install script
root@npflow:~# cd /home
root@npflow:~# wget http://www.nmrprocflow.org/themes/scripts/install_npflow_VMcloud.sh

# Execute the script
root@npflow:~# sh ./install_npflow_VMcloud.sh

# Launch the application
root@npflow:~# cd /opt/npflow
root@npflow:~# ./npflow start

root@npflow:/opt/npflow# docker ps
CONTAINER ID IMAGE COMMAND CREATED STATUS PORTS NAMES
408ed752c698 mrprocflow/nmrprocflow:latest "/usr/bin/launch-s..." 9 seconds ago Up 8 seconds 0.0.0.0:80->80/tcp npflow

= \A e NETn Finished 11 © @

" SCIENCE & IMPACT @‘. GenQuest

(M) NMRProcFlow



ES & | [ openstack-192-168-100-57.genouest.org/npflow,/?_1d6caa533831045c6f36806d78cd38

NMRProcFlow: Spectral processing for 1D NMR - ver. 1.2.24

Processing

An easy graphical toof dedicated to 10 NMR spectra processing for metabelomics

InstrumentVendor/Format:

- Select the input format — -

FID/ 1r spectra
Supported formats
Bruker/loal/Varian

mmirfdil

@Get more information on input data format

rmmiT—lEnnar +
faw Dats

Input / Output
Pt/ Oute

information type

NMRProcFlow -(C) INRA UMR 1332 BFF Metabolomics Facility - 20168-2G78

ppm
calibration

Spectra
Alignment

P Supplementary Importing files = Maodule

(optional)

M) NMRProcFlow

W)L

Data E rt

8-

Burc kg.“'”H +

Data Matrix

processing

GO
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g OpenStaCk = Users = djacob -

Project

Identity

App Catalog

Vm expiration

Overview

Overview

Vm proxy

All Hypervisors

Hypervisor Summary

VCPU Usage Memory Usage
Used 270 of 600 Used 721.5GE of 2.6TB

By defaull, you are limited to:

* [10instances

* 50 Go of RAM

* 20CPUs

* 10 volumes

* A total of 100 Go of volume space

Genostack

Free Academic Cloud Ressource for Bioinformatics

Local Disk Usage
Used 1.5TE of 6.1TE

GO

GenOuest



