USING THE IFB CLOUD
https://www.france-bioinformatique.fr/en/core/cloud-usage

USING THE IFB CLOUD {rﬁ Q8O e

Structures ; — Scientists can filter (1)

" the appliances through a
) a—\Nch interface to identify
and launch (2) the

appropriate ones.

Prior to using the IFB cloud, it is necessary tolfill out a registration |
applicalian[ Users must belong to the life science CDmmunity]{whether they
be an academic organization or a commercial entity) and agree to the terms
and conditions. This application is[validated by the cloud administramrs.]
One important point to keep in mind is the personal, non-transferable and
revocable nature of the cloud account provided by IFB. Users have exclusive
access to the cloud resources they request. Allocation of resources for
academic users beyond an initial standard allotment depends on the
justification of the user's needs, the scientific excellence of the project and
the level of participation of their organization in IFB. Users from commercial
entities will pay a fee based on the full cost of the IFB's infrastructure
operation.

Use tools (3)
" Scientists have access to their own
_ cloud resources through web portal,
. remote virtual desktop or SSH.

T SEIERICE & IMPACT

= @ =INRA  Lozia— tiinserm  @liXir



of-
¢ . 2 |
P R i usiNG THE IFB cLOUD @

https://cloud.france-bioinformatique.fr/accounts/login/?next=/cloud/
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Hosted at Powered by

Bris

stratuslab

Username
Password

S » Request an account

If this resource has been useful for your work, could you acknowledge it in your publications, reports and
materials by including the following sentence:
"We would like to thank the French Institute of Bicinformatics (IFB, ANR-11-INB5-0013) for providing storage and
computing resources on its national life science Cloud."

Y
IFE acknowledges funding by the call “Infrastructures in Biclogy and Health™ in the framework of the French

“Imvestments for the Future™ (ANR-11-INB5-0013) initiative, and EU H2020 projects CYCLONE (644925),
EXCELERATE (67655%)and EGI-Engage (654142).

IFE is the French ELIXIR node
P
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USING THE IFB CLOUD
https://cloud.france-bioinformatique.fr/cloud/profile/
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SETTINGS Hosted at

Bris

Powered by

stratuslab

—{ Personal Information | Your Affiliation / Clty
Affiliation ? |INRA
City 7 |Bordeaux (Same as your
registration form)

v

—[ Cloud Preferences ]

Pubkey ?((ssh-rsa N -

ARAAB3INzaCly c2ZEAAAABIWAAAQEA+OWZWpPXBL,
ZDhjB0+U4sGQiIcp3vmmCHz2ovtIDgulksSytCol
BPntBMKSLMIFS35eCorTWIGMrQAPEPE7MefZYC
hyIK2mRj8fUeXNNmnuHHo+]smdUIgoWziICKFg
Boa3LlEoywl7suh06sLGBxm/ Ralz4NgHmnV2x7 /
mBTRNC7FriluCYhXFvGfinze@szXBfWik3kaOm
dYIKGK/kogérx+VAospfiDH4ePRZSvnowdwILH
WCiHt/FypQs72MNSSjhMFmsSIjUeDOnsuefnSoE| ™
kyquEmijFDhGgPKerqubbAkadX2?TW6khil

4

Your Public SSL Key

b

Appliance {| Docker (17.06) v > Appliance
Instance type 7 |-—---—-- v
Save changes

See http://www.france-bioinformatique.fr/sites/default/files/pages/connexion cloud.pdf

https://support.automaticsync.com/hc/en-us/articles/202357135-Generating-an-SSH-Key-on-a-Mac-Linux-or-Unix-system
https://support.automaticsync.com/hc/en-us/articles/202357115-Generating-an-SSH-Key-on-Windows
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https://cloud.france-bioinformatique.fr/cloud/instance/
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k\u ‘l:' DASHBOARD _Hostfd_at Powered by
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/__% . b stratuslab

| Shutdown ¥ || Go || Get IPs || Rename |
Showing 1 to 2 of 2 entries

| New Instance || New vDisk || Show Instances || Show vDisks |
Search:

CE e 0 ¢ Nome o ]o  pptince e s e 14t e
I 14922 myvm1 w Docker (17.06) ssh
I 14943 myvmz2 v Dacker (17.06) |196

ssh

-——--__“_-__-
Show entries
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https://cloud.france-bioinformatique.fr/cloud/instance/
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IFB BioinFormaTics CLoup

Q" &H DasHBoArRD Hosted at Powered by

2 ifb Bris %
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[Shutdown ¥ || Get IPs || Rename | @ Instance |J>New vDisk || Show Instances || Show vDisks |
Cearch:

Showing 1 to 2 of 2 entries

o o ey
ssh (+)

(] 14922 m
= 14943 ml —{ Choose The Appliance | «h o
] 2 | | Appliance ? | Docker (17.06) My e
Show |25  |entries Filter by ? -——- THEMATIC FIELDS --- \A\
--- TOOLS - v

—{ Configure Your Virtual Machine }

Name ? myvm3 | /
Unique ? ¢ | ]/

Type 7| c2.large (4 CPU, 8GB RAM)

Numberz|(1

—[ Plug Your Additional Storage }

Persistent disk ?

Appliance & VM Type

Run Cancel

4
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https://cloud.france-bioinformatique.fr/cloud/instance/
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DAsHBOARD Hosted at Powered by

P stratuslab
| Shutdown || Go || Get IPs || Rename | ‘ . ) (% | New Instance || New vDisk || Show Instances || Show vDisks |
Showing 1 to 2 of 2 entries Status mUSt be runnlng ( )

Search:

4 8 0 ssh ©

] 14922 myvm1 Docker (17.06) b
O 14943 myvm2 ' ' ] (+)
-_ _ Connection Information -
Showy entries
Parameters:
host = (192.54.201.94
port = 22
identifiant = root
Get the IP
Command-line connection:
ssh -A -p 22 root@192.54.201.94 of the VM

(*) Just after creating a VM,
its status is ‘pending’. You
have to wait a few minutes so
that the VM status will be
stated as 'running’.

Command-line file transfers:
scp -P 22 ${localfile} root@192.54.201.94:
sftp -oPort=22 root@192.54.201.94

]
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SSH connection to the VM using your shell terminal (Cygwin/xterm, PuTTY, ...)

DJEDJ-PC
$( ssh root®192.54.201.94 ]
wWelcome to Ubuntu 14.04.4 LTS (GMU/Linux 3.13.0-65-generic x86_64)

= Documentation: https:/ / help.ubuntu. com/

System information as of Wed Sep 13 10:38:50 UTC 2017

System load: 0.0 Processes: 127

Uszage of /: 41.3% of 10.69GE Uzers Togged in: 0

Memory usage: 1% IP addressz for eth0: 192.54.201.94
Swap usage: 0% IP address for docker0: 172.17.0.1

Graph this data and manage this system at:
https://landscape. canonical. com/

378 packages can be updated.
282 updates are security updates.

Mew release '16.04.3 LTS' available.
Run 'do-release-upgrade’ to upgrade to it.

Last Togin: Wed Sep 13 10:38:52 2017 from 147.100.103.179

root@vmi0es3 ~# o
root@ymi063 ;~¢ |
roof{@vm0063 :~# || | -

— .
T

\‘ Get the name of the VM
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Install NMRProcFlow on the Virtual Machine

Within the shell terminal (Cygwin/xterm, PuTTY, ... ):

# Get the install script
cd /home
wget http://www.nmrprocflow.org/themes/scripts/install npflow VMecloud.sh

# Execute the script
sh ./install_npflow_VMcloud.sh

# Launch the application
cd /opt/npflow
./npflow start

Finished Il ©

(M) NMRProcFlow  Z:INRA 229 METABD
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http:/f/vmXXXX.

5 vmo0063.france-bioinformatique.fr/npflow/
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NMRProcFlow: Spectral processing for 1D NMR - ver. 1.2.11

¢ ]

ance-bioinformatique.fr/npflow/

Processing

An easy graphical tool dedicated to 1D NMR spectra processing for metabolomics

Instrument/Vendor/Format:

Bruker -
Spectra el
? typ FID/ 1r spectra
FID - Supported formats:
Bruker/Varian/nmrML

& Parameters

ZIP file

Browse No file selected

samples file (Tabular format)

Browse No file selected

Input / OQutput
@, "Put/ Oute

I@Get more information on input dats format

(C} INRA UMR 1332 BFF, Metabolomics Faciiity - CGFB Bordeaux, MetaboHUE - 2076

@ NMRProcFlow INRA

SCIENCE & IMPACT

Supplementary Importing files
information type -

Put the right name
of the VM (e.g.
‘vm0063’ in case of
our example)

Processing

N:arm.ﬂl, ation

4
[ Oata Matrx |

DETEYVETTH

Enjoy Il ©

Bucketing

Alignment

Module
processing

(optional)

g;o‘% METABO
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